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The traps can be attached by a nylon wire and can be exposed at different heights from the 
soil.  The flies come in through the inferior orifice inside the tube and stay in contact to the bait.  
Trapped flies can be collected alive in the field or in the laboratory by a mechanical aspirator.  The 
trap can also to be reserved for adult emergence or larvae collection. 

These traps have been used in some ecological studies in Brazilian Amazon with success in 
forested or open habitat (Barlow et al., 2007;  Furtado and Martins, in press).  

The average number of insect per traps is 20 and 100, and maximum number of species 
recorded until now is over 20 in one trap, with a modal number of 5 species per trap. 
 References:  Barlow, J., T.A. Gardner, I.S. Araujo, T.C. Avila-Pires, et al.,  2007,  Proc. Natl. 
Acad. Sci. USA 104(47): 18555-18560;  Furtado, I.S., and M.B. Martins.  Utilização de 
Drosophilidae como indicador das condições ambientais na área de exploração petrolífera do Urucu. 
Acta Amazônica. In press;  Medeiros, H.F., and L.B. Klaczko  1999,  Dros. Inf. Serv. 82: 100-102;  
Pavan, C.,  1959, Relações entre populações naturais de Drosophila e o meio ambiente. Bol. Fac. 
Filos. Cienc. e Letras Univ. S. Paulo (86), Biologia Geral 11:7-81.;  Pavan, C., Th. Dobzhansky, and 
H. Burla  1950, Ecology 31: 36-43;  Penariol, L., H.E.M.C. Bicudo, and L. Madi-Ravazzi  2008, 
Biota Neotrópica 8(2): 45-53. 
 
 

 
A new version of Drosophila Proteome Atlas.   
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 Drosophila Proteome Atlas originally constructed by Matsumoto et al. (2007) opened to the 
public at both The University of Oklahoma and Drosophila Genetic Resource Center (DGRC), Kyoto 
Institute of Technology.  The Drosophila protein database provides protein maps displayed on two-
dimensional (2D) gel electrophoresis.  Protein was identified by peptide mass fingerprinting followed 
by the confirmation by MS/MS (Matsumoto et al., 2005;  Takemori et al., 2007).  The 2D gel 
electrophoresis renders a map of proteins that exist in the sample of interest with rich information on 
proteome, including post-translational modification and the comparative quantities of expressed 
proteins.  
 We are now extending proteome studies to the reproductive system in both males and 
females, and also in the course of fertilization (Takemori and Yamamoto, 2009).  These new data sets 
will be uploaded and opened in turns from July 2009, and further additional data will be similarly 
accessed through the URL (http://www.DGRC.kit.ac.jp/~jdd/proteome/). 
 We are pleased to release a new version of Drosophila Proteome Atlas with a new Altas 
Viewer, with which protein map and corresponding protein information can be viewed more easily, 
and all proteins we analyzed are linked to FlyBase.  The original sets of data previously announced 
(http://www.DGRC.kit.ac.jp/~jdd/proteome/Proteomics_Home.htm) on the brain and compound eyes 
will also be released with the new viewer in January 2009 at the new URL mentioned above.  This 
database surely provides extensive information on Drosophila proteome dynamics when it comes to 
understanding biological functions of various proteins in the tissues and organs concerning the 
reproductive system in the process of gamete formation, maturation, storage, and fertilization.  



Dros. Inf. Serv. 91 (2008) Technique Notes 149 

It is our hope that the 2D gel protein profiles and proteomics information will add a new 
phase to research projects, protein processing and RNAi transgenes, for example, and accelerate their 
progress. 
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Japan Society for the Promotion of Science. 
 References:  Matsumoto, H., S. Kurono, M. Matsumoto, and N. Komori  2005, Mass 
spectrometry of biomolecules in proteomics. In: Encyclopedia of Molecular and Cell Biology and 
Molecular Medicine.  (Meyers, R.A., ed.). Wiley-VCH Verlag GmbH, Berlin;  Matsumoto, H., N. 
Takemori, J.N. Thompson, jr., M.-T. Yamamoto, and N. Komori  2007, Dros. Inf. Serv. 90: 162-164;  
Takemori, N., N. Komori, J.N. Thompson, jr., M.T. Yamamoto, and H. Matsumoto  2007, 
Proteomics 7: 2651-2658;  Takemori, N., and M-T. Yamamoto  2009, Proteomics (in the press).   
 
 
 

Guide to Authors 
 
Drosophila Information Service prints short research, technique, and teaching articles, descriptions of 
new mutations, and other material of general interest to Drosophila researchers.  The current 
publication schedule for regular issues is annually, with the official publication date being December.  
The annual issue will include material submitted during the calendar year.  To help us meet this target 
date, we request that submissions be sent by 15 December, but articles are accepted at any time.  A 
receipt deadline of 31 December is a firm deadline, due to printer submission schedules.  Electronic 
submissions are encouraged, and may be required for lengthy or complex articles. 
 
Manuscripts, orders, and inquiries concerning the regular annual DIS issue should be sent to James 
Thompson, Department of Zoology, University of Oklahoma, Norman, OK  73019.  Telephone 
(405)-325-4821;  email  jthompson@ou.edu;  FAX (405)-325-7560. 
 
Submission:  Articles should be submitted electronically, if possible.  Alternatively, we ask that a 
diskette be included with an article mailed to us.  MS Word is preferred.  To help minimize editorial 
costs, proofs will not be sent to authors unless there is some question that needs to be clarified or they 
are specifically requested by the authors at the time of submission.  The editor reserves the right to 
make minor grammatical, spelling, and stylistic changes if necessary to conform to DIS format.  If 
the article contains tables, complex line figures, or half tones, we may ask that a printed copy be 
mailed to us after seeing the electronic version if we have questions about content or presentation.  
Color illustrations will appear black and white in the printed version but will be in color in the 
electronically-accessible version on our web site (www.ou.edu/journals/dis).   
 
Citation of References:  Citation should be by name and date in the text of an article (Smith, 1989;  
Jin and Brown, 1990;  Waters et al., 1990).  At the end of the article, references should be listed 
alphabetically by senior author, listing all authors with initials, date, journal, volume and page 
numbers.  Titles will not be included except for books, unpublished theses, and articles in press.  An 
example format is: 
 Green, R.L.,  1998, Heredity 121: 430-442. 
 Waters, R.L., J.T. Smith, and R.R. Brown  1990, J. Genet. 47: 123-134. 
Note the initials are before each name except for the senior author.   


